A Pilot Study Measuring The Proteome of Nasal and Oral Breath in Alzheimer’s Disease
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A wide body of work has established hyperphosphorylated tau and plaques of 3-amyloid (Af) ) Keratin Proteins are Abundant in EBC AD Patients Produce Lower EBC Sample Volumes
in the brain as key biomarkers for Alzheimer’s Disease (AD). A3 and tau are involved in com- S 10 Keratin, type | oytoskeletal L
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Given that brain tissue and CSF sampling are invasive, there remains a need for development K P ccessionNo. ¢ 1500 0.6 ! ! ! ! ! !
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general population and in community settings. Identification of novel biomarkers meeting
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which is rich in AD biomarkers, may drain through the cribriform plate into the olfactory epi- % £ g 2
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In this proof-of-concept preliminary study, we collected exhaled breath condensate samples £ 80 = 20
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